Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.006 Å; R factor = 0.076; wR factor = 0.172; data-to-parameter ratio = 15.8.
In the racemic title compound, C 14 H 17 NO 6 , the plane of the ester group of the methyl hexanoate side chain makes a dihedral angle of 80.0 (2) with the benzene ring, while the nitro group is approximately coplanar with the benzene ring [dihedral angle = 10.3 (2) ]. In the crystal, molecules form weak aromatic C-HÁ Á ÁO nitro hydrogen-bonding interactions, giving inversion dimers [graph set R 2 2 (8)].
Related literature
For applications of the title compound, see: Dale & White (2007) . For graph-set analysis, see: Etter et al. (1990) 
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). (Dale & White, 2007) , and its crystal structure is reported herein.
In the title compound (Fig. 1 
A mixture of 5-nitrosalicylaldehyde (0.2 mol, 33.4 g), methyl 2-bromohexanoate (2-bromhexine acid methyl ester) (0.2 mol, 41.8g) and anhydrous potassium carbonate (0.2 mol, 27.6g) in DMF (400 ml) was reacted for 3.5h at 365-367 K.
After the completion of the reaction, the precipitate was filtered and washed and the product (0.1 g) was crystallized from 15 ml of CH 3 OH at room temperature to give colorless crystals from which a specimen was selected for X-ray data collection.
Refinement
All H atoms were placed in calculated positions and treated as riding, with C-H = 0.93, 0.98, 0.97 and 0.96 Å for CH(aromatic), C-H(aliphatic), CH, CH 2 and CH 3 H atoms, respectively and with U iso (H) = k × U eq (C), where k = 1.5 for CH 3 H-atoms and k = 1.2 for all other H-atoms. The structure of the title compound, showing the atom numbering scheme. Non-H atoms are shown as 30% probability displacement ellipsoids.
Computing details

Data collection: CAD-4 EXPRESS
rac-Methyl 2-(2-formyl-4-nitrophenoxy)hexanoate
Crystal data Special details Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma( F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å
